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Hagfish embryology with reference to the evolution of
the neural crest
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Hagfish, which lack both jaws and vertebrae, have long been the
subject of intense interest owing to their position at a crucial point
in the evolutionary transition to a truly vertebrate body plan1–4.
However, unlike the comparatively well characterized vertebrate
agnathan lamprey, little is known about hagfish development. The
inability to analyse hagfish at early embryonic stages has frustrated
attempts to resolve questions with important phylogenetic impli-
cations, including fundamental ones relating to the emergence of
the neural crest1,5,6. Here we report the obtainment of multiple
pharyngula-stage embryos of the hagfish species Eptatretus burgeri
and our preliminary analyses of their early development. We present
histological evidence of putative neural crest cells, which appear as

delaminated cells that migrate along pathways corresponding to
neural crest cells in fish and amphibians2,7–11. Molecular cloning
studies further revealed the expression of several regulatory genes,
including cognates of Pax6, Pax3/7, SoxEa and Sox9, suggesting that
the hagfish neural crest is specified by molecular mechanisms that
are general to vertebrates. We propose that the neural crest emerged
as a population of de-epithelialized migratory cells in a common
vertebrate ancestor, and suggest that the possibility of classical
and molecular embryology in hagfish opens up new approaches to
clarifying the evolutionary history of vertebrates.

Tracing the evolutionary origin of vertebrates requires careful
comparative studies of this group and its closest phylogenetic rela-
tives. The embryonic development of non-vertebrate chordates has
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Figure 1 | Evolution of vertebrates and neural crest. a, The hagfish may be
either the sister group of all the other vertebrates (1), or that of lampreys (2).
b, c, Hypotheses on neural crest evolution. b, The former hypothesis (1)
would agree with the scenario that neural crest evolution had an intermediate
epithelial state. c, Alternatively, the crest might have already been established
as a population of delaminating cells in the common ancestor to all
vertebrates, and this would be coherent with both hypotheses (1 or 2).
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Figure 2 | Embryos of Eptatretus burgeri. a, b, An egg with a 14.3-mm
pharyngula-stage embryo inside (arrows). b, Higher magnification of the
head. c, A 7.4-mm embryo, corresponding to the late neurula stage. d, A
14.3-mm embryo, corresponding to the early pharyngula stage. e, The head
of the 7.4-mm embryo. f, The head of the 14.3-mm embryo. fb, forebrain; hb,
hindbrain; mb, midbrain; ot, otic pit; ph, pharyngeal wall; som, somites; TC,
trigeminal crest cells. Scale bars, 5 mm (a–d); 1 mm (e, f).
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been extensively studied, as has that of the agnathan (jawless verte-
brates) lampreys; however, the development of hagfish, another
agnathan group, remains poorly understood, largely owing to the
lack of access to embryos1,2,4,12. It has been more than one-hundred
years since the first series of Bdellostoma stouti embryos was
obtained13, and limited attempts have been made since, yielding only
a few embryos at later stages in development4. The phylogenetic
relationship between hagfish, lampreys and gnathostomes (jawed
vertebrates) is unresolved, but the hagfish, which lack vertebrae,
are often located by morphologists and physiologists as a sister group
to the vertebrates (Fig. 1a)1,2,6. If this phylogenetic assignment is
correct, hagfish embryos might presumably exhibit primitive features
not found in lampreys, meaning that the study of this taxon might
provide new insights into the evolutionary pathways that led to the
emergence of vertebrates.

The ability to make histological observations of hagfish embryos
opens up particularly intriguing possibilities for developing a better

understanding of the origins of two vertebrate-specific innovations:
the ectodermal placode and the neural crest14. The presence of pla-
codes has already been suggested in the early hagfish pharyngula3,15.
As for the crest, it has been suggested that in hagfish this develops as
an epithelial pocket arising between the surface ectoderm and neur-
ectoderm, and not as a population of delaminated migrating cells, as
is the case in vertebrate embryos (Fig. 1b)16. If this model is correct,
the delaminated crest would be specific to lampreys and gnatho-
stomes, and absent in hagfish. Even if, as suggested by recent molecu-
lar data17–19, lampreys and hagfish do form a monophyletic group
(cyclostomes), analyses of hagfish embryos will still help to define
more clearly gnathostome-specific features not shared by cyclo-
stomes. Thus, whichever model is correct, the ability to study hagfish
embryos is an absolute prerequisite to developing a better under-
standing of their true phylogenetic position.

We chose to study a shallow-water hagfish species, Eptatretus bur-
geri, because, in contrast to more deep-water-dwelling species, we felt
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Figure 3 | Neural crest cells in E. burgeri. a–e, Putative neural crest cells in
hagfish embryos. a–f, A 7.4-mm embryo. a, No neural crest cells are found in
the caudal-most region of the trunk. b, Illustration of neural crest cell
distribution in the same embryo on the basis of three-dimensional
reconstruction from the histological sections; seen from the anterior oblique
view. Red arrows indicate the ventrally migrating crest cells occurring at the
same intervals as the apices of somites shown by purple circles. c, Schematic
representation of a horizontal section of the embryo to show the planes of
sections d and e. d, A transverse section at the mid-somite level. No putative
crest cells are found between the somite (som) and the neural tube (nt).
Asterisks in c and d indicate the apex of each somite. e, A transverse section
at the intersomitic level. Putative crest cells (arrowheads) are filling in a
space between the somite and the neural tube. f, Slightly rostral to a, showing
putative crest cells (arrowheads) beneath the ectoderm. g, Transverse

section of a 13.4-mm embryo fixed in toto. Neuroepithelial pockets
(asterisks) appear next to the neural tube. h, A 14.3-mm embryo
immunostained with HNK-1 antibody. Differentiated neurons including
dorsal root ganglia (drg) and sympathetic ganglia (sym), as well as a medial
cell population of somites, are stained. i–k, Expression of the indicated
hagfish cognates of the genes involved in vertebrate neural crest specification
in the trunk level of a 13.1-mm embryo. Pax6 is expressed in the entire
neural tube (i); Pax3/7 in its dorsal part (j). Pax3/7 is also expressed in the
dorsal somites as in gnathostome embryos. k, SoxEa is expressed in the
putative motor neurons (mn) and the pre-migratory neural crest
(arrowheads), but not in the migrating crest cells. Brackets indicate the
dorsoventral extent of the neural tube. drg, dorsal root ganglia; en,
endoderm; mn, motor neurons; n, notochord; nt, neural tube; pm, paraxial
mesoderm; som, somite; sym, sympathetic ganglia. Scale bars, 100mm.
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it would be easier for us to recreate their natural habitat in the
aquarium4. We prepared an aquarium tank in which a large number
of males and brood females were kept at low temperature, in an
attempt to reproduce the hagfish spawning environment4. The ani-
mals deposited a total of ninety-two eggs, among which we found
seven developing embryos visible through the eggshells in the period
from five to seven months after deposition (Fig. 2a, b). These embryos
were at four different developmental stages (Supplementary Table 1),
confirming the finding that hagfish embryogenesis is asynchronous13.
It is worth noting that E. burgeri takes much longer to hatch than a
previous estimation13 of two months for B. stouti, leading us to suspect
that some of the eggs previously obtained by other laboratories may
have been discarded before development had begun.

To observe the embryos in greater detail, we tested different meth-
ods of fixation and compared their histological and whole-mount
appearance. As found in the study of ref. 13, which fixed the embryos
in toto (encapsulated in shells), removal of the eggshell seemed neces-
sary to avoid distortion of specimens. Distortion was enormous in
the neural tube of the specimens of ref. 13 (Supplementary Fig. 1),
probably owing to unequal swelling and shrinkage of various tissues
in a confined space. By fixing an embryo in toto, we were able to
reproduce the neural tube distortion, and found epithelial pockets
lateral to the neural tube, such as were described previously16 on
examination of the specimen of ref. 13 (Fig. 3g; see also Supplemen-
tary Fig. 1a).

When we fixed 14.3-mm and 7.4-mm embryos by removing the
eggshells, we found well organized brain primordia reminiscent of
those in other vertebrate embryos (Fig. 2c–f). On sectioning, we did
not find any epithelial pockets, but observed putative migrating
neural crest cells at the trunk level (Fig. 3e, f). The crest cells appeared
to have delaminated in close proximity to the dorsal neural tube, by a
process that seemed to proceed in an anterior to posterior direction
(Fig. 3a, e, f), and populated in a segmental pattern associated with
somites, as is typical of vertebrate crest cells (Fig. 3b–e)2,11. Unlike
in amniote embryos2,11, none of the crest cells migrated into the
somites. We performed immunostaining with the monoclonal

antibody HNK-1, which is known to recognize migrating crest cells
in some vertebrates11; however, although this monoclonal antibody
did not detect any crest cells, it did label the differentiated dorsal root
ganglia that developed in an older embryo (Fig. 3h). These ganglia
are also located intersomitically20, as the crest cells are at previous
stages.

To investigate the hagfish neural crest at the molecular level, we
isolated two Pax genes (Pax6 and Pax3/7) as markers for regionaliza-
tion of neuroepithelium21,22, and a Snail gene homologue (SnailA)
and two SoxE genes (SoxEa and Sox9) as candidate neural crest
markers23–25 (Supplementary Figs 2–5). We conducted in situ hybrid-
ization and found that the expression patterns of Pax6 and Pax3/7
were identical to those in the gnathostome neural tube (Fig. 3i, j).
Although SnailA was not expressed in the putative crest (Supplemen-
tary Fig. 6), both the SoxE genes (SoxEa and Sox9) were detected
strongly in the neural crest at the trunk level (Figs 3k and 4). In
the whole-mount embryo, Sox9 was also expressed in the segmen-
tally arranged crest cells (Fig. 4), corresponding to the distribution
patterns of the putative crest cells in the histological sections
(Fig. 3b–e).

These findings indicate that the genetic programmes that specify
both the neural crest cells and the overall embryonic architecture of
the hagfish resemble those of the typical vertebrate scheme. We have
also not detected any feature that would be present in other chordates
but not in vertebrates. The absence of Snail transcripts in the hagfish
neural crest may indicate either an evolutionary change in gene regu-
lation26 or the presence of another Slug-like paralogue in the hagfish;
further phylogenetic studies will be needed to resolve this question.
Given this new histological and genetic evidence, we suggest that the
neural crest probably existed as a population of delaminating and
migrating cells in the common ancestor of the entire vertebrate clade,
and thus that its origin should be sought in non-vertebrate chordates
(Fig. 1a, c). Notably, this model is consistent with the recent finding
of ‘putative crest cells’ in tunicate embryos27. These cells not only
express a similar set of genes compared to those characteristic of
vertebrate neural crest cells, but they also migrate.

Our data indicate that these embryological features, which have
been considered to be specific to vertebrates, were in fact already
present in the common ancestor of hagfish, lampreys and gnatho-
stomes, and that, given the time of the divergence between hagfish
and other vertebrates, their origin could date back to 500 million
years ago (Cambrian period)28,29. In addition to the origin of neural
crest, a number of other questions surrounding hagfish embryo-
genesis remain, including the origin and development of ectodermal
placodes, thyroid and adenohypophysis, the configuration of the
cephalic endoderm, and the origin of direct development in their life
cycle4,12,13,30. Although the present study of hagfish development does
not provide conclusive evidence towards resolving the phylogenetic
position of this taxon (Fig. 1a), this organism nonetheless remains a
key model for exploring vertebrate evolution, and, as we have shown,
is now available for use in molecular embryological approaches
to address fundamental questions in evolutionary developmental
biology.

METHODS
Sample collection and aquarium maintenance. Adult males and females of E.

burgeri were collected using eel traps from a depth of 25–100 m in the Japan Sea

off Shimane prefecture from September to October 2005. After the hagfish were

transferred to a laboratory aquarium (at 16 uC) and sexed by manipulation, 25

individuals (13 males and 12 females) were maintained in the aquarium tank

lined with some potentially favourable substrates, including fine-grain sands

and oyster shells (1,000 l, 16–17 uC), from 10 October 2005 to 30 April 2006.

Haematoxylin and eosin staining and HNK-1 immunostaining were performed

by standard protocols. Fragments of Pax6, Pax3/7, SoxEa, Sox9 and SnailA were

amplified by degenerate polymerase chain reaction with reverse transcription

and isolated by the TOPO TA cloning kit dual promoter (Invitrogen). In situ

hybridization was carried out in a Ventana automated machine (Ventana Medi-

cal Systems). Detailed protocols are described in Supplementary Information.
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Figure 4 | Sox9 expression in the neural crest of E. burgeri. a, b, A whole-
mount embryo hybridized with a Sox9 probe. Sox9 is expressed in otocyst
(ot) and neural crest cells populating between somites (som), as in
gnathostome embryos. Lines indicate the levels of sections shown in
c–g. b, Enlargement of the trunk level. Sox9-positive neural crest cells
(arrowheads) are predominantly located between intersomitic spaces.
c–g, Transverse sections of the same embryo, shown from caudal to rostral
levels. Sox9 is expressed in the notochord (n) and the dorsal neural tube (nt),
representing the pre-migratory neural crest at the caudal-most level (c and
d), and also in the migrating crest cells (arrowheads) at more rostral levels
(e–g). Scale bars, 1 mm (a); 100mm (b–g).
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